
 
 Mycobacterium tuberculosis Pks18 YP_177803
 Nocardia farcinica YP_121145

 Cytophaga hutchinsonii ZP_00308409
 Psychrobacter sp. 273-4 ZP_00204033
 Sorangium cellulosum SoceCHS2

 Deinococcus radiodurans 2 NP_295814
Arthrobacter sp. FB24 ZP_00414826

Kineococcus radiotolerans EAM72706
 Bdellovibrio bacteriovorus  sp. HD      10 NP_967333

Azotobacter vinelandii ZP_00418325
 Rhodopirellula baltica sp. WH1 NP_868579
 Synechococcus   sp.  WH8102      N    P    _89708    6                   (4b)     
Prochlorococcus sp. MIT 9313  NP_894245

 Amycolatopsis balhimycina DpgA CAC48378
 Amycolatopsis orientalis DpgA CAA11765 Nonomuraea sp CA91226 CAD91226
 Streptomyces toyokaensis AAM80548

 Frankia sp. CcI3 EAM81896
Myxococcus xanthus  MxCHS

 Magnetospirillum magnetotacticum ZP_00209010
Streptomyces coelicolor NP_631277

 Mycobacterium avium NP_961576
 Mycobacterium tuberculosis Pks11 NP_216181
Mycobacterium tuberculosis Pks10 NP_216176
Mycobacterium avium Pks10 NP_960303

Rhodobacter sphaeroides ZP_00006244
Geobacillus kaustophilus YP_147404

Bacillus halodurans NP_241483
Bacillus clausii YP_174498

 Oceanobacillus iheyensis NP_692669
 Bacillus subtilis          NP_390087                                       (5b)
 Bacillus licheniformis BcsA YP_091918

Bacillus licheniformis YP_079507
Deinococcus radiodurans NP_285649

Rubrobacter xylanophilus ZP_00601608
 Pseudomonas fluorescens PhlD AAM27403      (3a)

 Streptomyces griseus BAA33495
Saccharopolyospora erythrea RppA AAL78053    (1a)
 Streptomyces avermitilis NP_828307
Streptomyces antibioticus RppB BAB91444
 Streptomyces coelicolor NP_625495      

Streptomyces lividans RppA BAB91445
 Sorangium cellulosum SoceCHS1 
 Streptomyces antibioticus RppA BAB914430.5
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  Relationship tree of bacterial type III polyketide synthases 
       Marked in Red: identified functions

Tree: modified from Fig. 1 in Gross et al. (2006): 
Gross, F., Luniak, N., Perlova, O., Gaitatzis, N., Jenke-Kodama, H., Gerth, K., Gottschalk, D., 
Dittmann, E., Müller, R., 2006. 
Bacterial type III polyketide synthases: phylogenetic analysis and potential for the production of 
novel secondary metabolites by heterologous expression in pseudomonads. 
Archives of Microbiology 185, 28-38.
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